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Isogenica

Excellence in Single Domain Biotherapeutics

A Isogenica developsLlamdA® VHH: highlyversatile smalll
format antibodies which we use to construct next
generation biotherapeutics for the treatment of cancer,
inflammation and other serious diseases

A Our experienced team learned their craft af\blynx,
Envigo, Bicycle Therapeutics, Roche and other leading
biopharma

A Track record of delivering clinical assets through
collaborative partnerships
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LlamdA® Antibodies

LlamdA® VHH are liability-free monovalent

To Do Do Do

Small in size (15kDa)
Biophysically robust
Tuneable halflives

VHH
A Targeting inaccessible epitopes
A Achieve enhanced tissue penetration
A Multi-valent binding and formatting for
payload delivery

LlamdA® VHH are free from CMC liability
motifs (e.g. isomerisation, deamidation,
glycosylation, free cysteine, etc.)

antibodies.

VHH Features

HIGH AFFINITY
& SPECIFICITY SMALL
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Multi-target binding,ADC’s, Clear mode of action.  Inaccessible targets, better
customisable half-life Low off-target toxicity tissue penetration

FLEXIBLE

SIMPLE
PRODUCTION

CLINICALLY
VALIDATED

=

Fewer regulatory hurdles

STABLE

Alternative routes of
delivery

Low cost of goods




VHH are excellent building blocks for novel biotherapeutics

Stability and Engineering

The CDR3 loop of VHH
+ Small, stable molecules Is long and has a prolate
shape, exposing a
convex paratope

+ 15kDa

+ Considerably easier to engineer
+ Naturally stableand have no quaternarystructure

A Easily linkedcovalently to other biologics orpro-drugs

(ADC)
Due to their hydrophilic

surfaces, VHH can be
e.g. Sckv . easily linked to create
dimers or multimers

A Less immunogenic than other single chain constructs

A high homology with human VH genes
A absence of exposed hydrophobic antigenic regions
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VHH comparative to human VhVI

Similar composition T advantageous size
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A Comparable composition and features to human paratope

A Smaller paratope by diameter and area
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Smaller paratope diameter Comparable amino acid

to human VhVI constituents to human
VhVI

Antigen recognition by single-domain antibodies:
structural latitudes and constraints °
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